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Ne i/m HanmeHoBaHME MIIATHBIX YCIyT Tapud Cymma HJIC CrouMocTh Cymma HJIC | Lena ycnyru
(B pyOILsIX) JIOIOJIHUT. MaT-JI0B Ha (B pyOuLsIX)
6e3 yuera ¥ MEZI-TOB IO PpacxoHbIe
HAC PO3H.LIEHaM MaTepHabl
BOB - IIpuem u peructpanust Marepuana, ydet Boiiaun(1.2.1)+O6paboTka KpoBH
1.1.2.1 1.17 1.17
JUIS IOJTy4€eHHs ChIBOPOTKU UM mia3mel (1.4.1).
1.1.2601 BAK-2601 I'moxo3a 0.38 0.38
1.1.2602 BAK-2602 Bunupy6un oOmuii 0.41 0.41
1.1.2603 BAK-2603 Tpurnunepugst 0.64 0.64
1.1.2604 BbAK-2604 Obmmii 6enok 0.28 0.28
1.1.2605 BbAK-2605 bunupy6us npsiMoii 0.49 0.49
1.1.2606 BAK-2606 MoueBuHa 0.42 0.42
1.1.2607 BAK-2607 Ans0ymuH 0.28 0.28
1.1.2608 BAK-2608 Xonecrepun 0.39 0.39
1.1.2609 BAK-2609 JIunasa 3.4 3.4
1.1.2610 BAK-2610 IIporennorpamma (6enkoBble (hpaKium) 10.5 10.5
1.1.2611 BAK-2611 ®epputun 3.7 3.7
1.1.2612 BAK-2612 XH-JITIBII xonecTepuH 1.07 1.07
1.1.2613 BAK-2613 Hatpwuii.kanuit.xjiop 0.65 0.65
1.1.26131 BAK-26131 I'mnkoremorino6uH(¢duoneroas npobupka) 17.1 17.1
1.1.26132 BAK-26132 Auntucrpenroszonus (AOCT) 2.73 2.73
1.1.26133 BAK-26133 PD-peBMohakTop(KoJI-HO) 1.94 1.94
1.1.26134 BAK-26134 C-peaktuHbiii 6es0k (CPB) 2.03 2.03
1.1.2614 BAK-2614 AcAT acnaparuHoBasi aMUHOTpaHCcdepasza 0.37 0.37
1.1.2615 BAK-2615 AnAT ananuHaMHHOTpaHc(epasa 0.38 0.38
1.1.2616 BAK-2616 T'TTII riyramuntpaHcrienTuaasa 0.41 0.41
1.1.2618 BbAK-2618 KK-kpuaTHHKHHA3a 0.98 0.98
1.1.2619 BAK-2619 XKeneszo 0.48 0.48
1.1.2620 BAK-2620 MoueBas kuciora 0.49 0.49
1.1.2621 BAK-2621 Kpeatuuuu 0.3 0.3
1.1.2622 BbAK-2622 llepynnomiasmMus 5.75 5.75
1.1.2623 BAK-2623 Kuciblii IIIMKONpOTeHH 1.91 1.91
1.1.2624 BAK-2624 I'anitorno6us 4.14 4.14
1.1.2625 BAK-2625 JIJ/II -nakraTaeruaporesasa 0.38 0.38
1.1.2627 BAK-2627 II|d-menounas docdaraza 0.33 0.33
1.1.2628 BAK-2628 C3 2.65 2.65
1.1.2629 BAK-2629 C4 2.65 2.65
1.1.2630 BAK-2630 XOCT-xonuHICTEpa3a 1.11 1.11
1.1.2631 BAK-2631 Anbda/ammnasa 0.76 0.76
1.1.2632 BAK-2632 MB kpeaTHHKHHa3a 391 391
1.1.2633 BbAK-2633 Kanuii. HaTpuii. Kaaplui HOHU3UPOBAHHKII 0.4 0.4
1.1.2634 BAK-2634 Kanbluii o0mmii 0.36 0.36
1.1.2635 BAK-2635 ®ocdop 0.37 0.37
1.1.2636 BAK-2636 Maruuii 0.5 0.5
1.1.2637 BAK-2637 Menb 14 14
1.1.2638 BAK-2638 XH-JITTHII xonectepux 2.93 2.93
1.1.2640 BHAK-2640 Tpancdeppun 2.44 2.44
1.1.2688 BAK-2688 A/t k kapanonununy-antu LgG/LgM 12.94 12.94
1.1.2689 BAK-2689 A/t x kapauonumunay LgG 12.94 12.94
1.1.729 BAK-729 Onpexn.ummynorn.IgG 2.01 2.01
1.1.730 BAK-730 Onpen.nmmyHorin.IgM 2.29 2.29
1.1.731 BAK-731 Onpen.ummyHorin.IgA 2.29 2.29
1.1.740 OB-740-KoMIuiekcHoe Hccie0BaHue KIETOYHOTO HMMYHHUTETa (MMMYyHOTpaMMa) 248.5 248.5
1.2.26259 KH-26259-TpombuHOBOE Bpemst 6.6 6.6
1.2.26261 KU-26261-ITporenn C 41.05 41.05
1.2.26262 KH-26262-ITporens S 78.23 78.23
1.2.2667 KHU-2667-Arperanus tpom6ormTos ¢ AJID (Aspi-rect) 76.57 76.57
1.2.2668 KU-2668-1-Aumep 31.95 31.95
1.2.2670 KH-2670-Oudpunoren (PI) 6.15 6.15
1.2.2673 KU-2673-Anturpom6bun3 (AT III) 10.87 10.87
1.2.2676 KH-2676-AUYTB 6.25 6.25
1.2.2677 KU-2677-ITporpombunosoe Bpemst (MHO) 6.15 6.15
1.3.2641 I'OPMOH OB-U®A T3 TpunoaTHpoHUH cBOOOTHBII 5.15 5.15
1.3.2642 T'OPMOH OB-V®A T4 Tupokcus cBoOOIHBLH 6 6
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1.3.2643 T'OPMOH OB-UDA AutuTI'- AnTHTeNa K THPEOIIOOYIHHY 6 6
1.3.2644 I'OPMOH OB-U®DA TT" Tupeornobyaux 6.48 6.48
1.3.2645 T'OPMOH OB-V®A TTI" TupeoTponHslii ropMOH 6 6
1.3.2646 I'OPMOH OB-U®A Ilporectepon 4.95 4.95
1.3.2647 T'OPMOH OB-U®A Dcrpajguon 9.75 9.75
1.3.2649 I'OPMOH OB-HU®A Jlrotennnsupytommuii ropmos (JII) 5.02 5.02
1.3.2650 I'OPMOH OB-UDA OCI” ®onuKyn0-CTUMYIUPYIOIKI TopMOH 5.02 5.02
1.3.2651 T'OPMOH OB-U®A Ilponaktux 5.02 5.02
1.3.2652 I'OPMOH OB-U®A Tectoctepon 4.95 4.95
1.3.2653 I'OPMOH OB-U®A Kopruzon 4.94 4.94
1.3.2656 T'OPMOH OB-H®A 17-OH Ilporectepon 4.95 4.95
1.3.2657 I'OPMOH OB-U®A ATKTIIO-aHTHTENA THPENEPOKCHI03€ 6.02 6.02
1.3.2664 T'OPMOH OB-M®A TICA Tlpocrarcnenupuyeckuii aHTurex 4.83 4.83
1.4.26138 TICA o6mmii (VIDAS) 27.21 27.21
1.4.26278 OB Buramus [l (VIDAS) 25.42 25.42
1.4.26289 Hmmynorno6ymnn G k Bo36yaurento 6onesnu Jlaiima Lyme IgG (LYG) (VIDAS) 23.23 23.23
1.4.26290 Wmvmynorno6ymuH M k Bo3Oyautento 6onesnu Jlaiima Lyme IgM (LYM) (VIDAS) 23.24 23.24
1.4.26306 T'OPMOH OB-MAGLUMI ATKTIIO (aHTHTENa K THPENEPOKC.) 16.47 16.47
1.4.26307 I'OPMOH OB-MAGLUMI Buramuu B12 19.69 19.69
1.4.26308 TI'OPMOH OB-MAGLUMI Mucymix 14.12 14.12
1.4.26309 I'OPMOH OB-MAGLUMI Ilapatropmon 22.17 22.17
1.4.26310 T'OPMOH OB-MAGLUMI T4 TupokcuH cBOOOIHBII 8.95 8.95
1.4.26311 I'OPMOH OB-MAGLUMI T3 TpuiioaTHpoHNH 8.46 8.46
1.4.26312 TI'OPMOH OB-MAGLUMI ®osueBast KHCIOTa 13.98 13.98
1.4.26313 I'OPMOH OB-MAGLUMI AKTT (AxpeHOKOPTHKOTPOII FOPMOH) 30.04 30.04
1.4.26314 T'OPMOH OB-MAGLUMI TI" Tupeorno0ymnux 13.62 13.62
1.4.26315 I'OPMOH OB-MAGLUMI AHTuTI" 21.42 21.42
1.4.26317 T'OPMOH OB-MAGLUMI TTT (TupeoTpornHblii FTOPMOH) 8.95 8.95
1.4.26319 I'OPMOH OB-MAGLUMI JII'A 26.06 26.06
1.4.26320 T'OPMOH OB-MAGLUMI 17-OH nporectepoH 34.97 34.97
2 Pognom
2.1.1 OM PJI CA-125 31.28 31.28
2.1.3 OM PJ1 CA-199 23.61 23.61
2.14 OM PJI TICA TIpocrarocnerupudeckuii aHTHT eH 26.49 26.49
2.1.5 OM PJI POE-PAKOBO/SMBPUOHAJIbHBIN A/T 25.81 25.81
2.1.6 T'opmon pi/IIporecrepon (VIDAS Progesterone) 19.3 19.3
2.1.7 Topmon pa/TIponaxtun (VIDAS Prolactin) 19.41 19.41
2.1.8 T'opmon pi/JIrorennnsup (VIDAS LH) 17.99 17.99
2.1.9 I'opmon pi/@ommukynoctum (VIDAS FSH) 17.99 17.99
2.1.10 T'opmon pi/Dcerpauon (VIDAS Estradiol 1T) 17.86 17.86
2.1.11 I'opmon pi/Tectocrepon (VIDAS Testosterone) 36.28 36.28
2.1.12 T'opmoH-p1/upk Tupeorponsiii ropmoH (VIDAS TSH) 14.73 14.73
2.1.13 T'opmoH-pa/upk CBoGoaHas popma T3 (VIDAS FT3) 12.3 12.3
2.1.14 TopmoH-pr/uk CBoboxHas popma T4 (VIDAS FT4) 12.08 12.08
2.1.15 T'opmoH-pa/upk Anti-TPO a/T k THpeon HON HepOKCcHIa3e 38.84 38.84
2.1.16 T'opmon pi/Koptuson (Hagmnou-VIDAS Cortizol) 59.78 59.78
2.1.17 I'opmon pi/6epem Xopuonud.rosagoTponud uenoseka (B-HCG) 17.75 17.75
2.1.18 Pn Buramun D 32.07 32.07
2.1.19 DeppuTnH (IKCIPECC-aHATH3ATOD) 18.15 18.15
2.1.20 OM PJI CA-153 30.55 30.55
3 OHKO
3.1 OM(onko) CA-125 (nonyaBToMar.pacucr) 8.53 8.53
3.1.2.1 OHKO - nmpuem n peructpanus 6uomaTepuana 0.62 0.62
3.2 OM(onko) MDA HE-4 (nonyaBromar,pacyer) 45.31 45.31
3321 OM(onKko) naaexc POMA (pacuer pucka paka SM4HHKOB) 55.8 55.8
3.1 OM(onko) CA-15-3 (aBTOmMar.pacycr) 19.22 19.22
3.11 OM(orK0) CA-19-9 (aBTOMAT.pacuct) 19.62 19.62
3.12 OM(onko) CA-125 (aBromaT.pacycr) 20.72 20.72
3153 MHKPOCKOIIYECKOEe UCCIEA0BAHHUE OHOTO MUKPOIIPEapaTa, H3rOTOBICHHOTO 3.7 37
TPaJANIMOHHBIM METOJIOM (TCHHKOJIOTHYECKHIA)
3154 MHKPOCKOITMYECKOE HCCIICAOBAHIE OHOTO MHKPOMpEnapaTa, H3rOTOBRICHHOrO 1276 1276
TpaJHUIMOHBIM METOJIOM (HE I'MHEKOJIOTHYCCKHIA)
4 OCIIK
4.10.1 OCTIK O6cneoBanre KpoBu Ha Hainn4uue antures kK BUY 7.39 7.39
4.11.1 OCIIK HccnenoBanue kpoBH Ha Haianuue antuten kK HBs Ag 5.05 5.05
4.12.1 OCIIK HccnenoBanue kpoBu Ha Hanuuue anturen k a/HCV 6.13 6.13
5 OIIAB
5.1.2.0 I'ucronoruyeckoe uccne0BaHke OMONCUITHOTO M ONIEPALMOHHOTO MaTepHala 31.64 31.64
6 LleHTp rurneHs
6.6.306 HI" UDA-onpenenenne Buramuna /1 B CHIBOPOTKE KPOBU 34.1 34.1
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6.23.323 LI'-Hccnenosanne Moun. Onpenenenne MUKPO(IOPh! U IyBCTBUTENLHOCTH K 40.43 4043
AHTUOMOTHKAM KJIACCHYECKUM METO0M
6.25.325 LI'-Hccnenosanus Npodyero KIMHUYECKOro Matepuaia (mycTyisl). OnpeneneHue 46.86 46.86
MHKPOQIOPHI X YyBCTBUTETFHOCTH K AHTUOMOTHKAM KJIACCUYECKUM METOIOM.
LI'-MuKpoOHOIOrHYeCKUe METO/IbI HCCIICIOBAHUS OTACISIEMOr0 YPOreHUTAIBHOTO
6.30.330 TpakTa (yperpa, IoJoBbIe oprausl). OnpeaeneHne MUKpO(IOPbI M YyBCTBHTEILHOCTH K 42.97 42.97
aHTM6HOTI/IKaM KJIaCCUYCCKUM METOJI0M
6.32.332 LI -VccnenoBanue oTaeIsIEMOro I1asa, yxa. Onpeaenenue MUKpo(Iops! 1 41.95 41.95
YyBCTBUTEIFHOCTH K aHTUOMOTHKAM KJIACCUYECKUM METOJIOM.
6.34.334 LI'-Muxpo6ronorudeckoe UCCIe0BaHUE OTACNIEMOro AbIXaTeNbHBIX MyTeil (3B, 39.66 39.66
HOC, HOCOTIIOTKA). Mukpooopa 1 4yBCTBUTEILHOCTh K AHTHOMOTHKAM.
6.44.344 LI" PHU®D/JIaiiM-60ppestno3(1CcCI.KpOBH) 13.13 13.13
6.54.354 LI'-UDA uccn.ma(IgM)umromeranoBupyc(kad) 11.71 11.71
6.55.355 LI'-UDA uccn.na(IlgG)unromeranoupyc(kad) 11.26 11.26
6.56.356 HI'-UDA uccn.na(IgM)repnec npocroii 1.2(kaq) 11.71 11.71
6.57.357 LI'-UDA uccn.na(IgG)repnec npocroii 1.2(kau) 11.27 11.27
6.62.362 HI'-UDA uccn.na(IgM)Tohoplasma gondii(koin) 11.71 11.71
6.63.363 L' -UDA uccn.na(IgG) Tohoplasma gondii(kour) 11.26 11.26
6.67.367 1I' UDA-onp.a/t k a/M 5XxuHOKOKKa IgG 14.65 14.65
6.69.70 LI' UDA-omp.a/T k a/m onuctopxuca [gG+IgM 28.1 28.1
6.72.73 HI" UDA-onp.a/t k a/m Tpuxunemn IgG+IgM 27.31 2731
7 Xenuke
75003 Xenuxce - Bak. noces Ha gposokenogo6usie rpudsr Candida, qyBeTs. k AM (yporeH. 17.67 17.67
TPaKT)
7.7425 Xenukc - I[TATI-TecT Ha OCHOBE JKMIKOCTHOW LIUTOIOTHU 52 52.16
Baxno!

CTOMMOCTB YCIIYT CTOPOHHHX JJa00OpaTOpHii IPEAOCTaBICHa HA ATy yTBEpKICHUS pelickypanTa. OHa MOXKET MEHSTBCS B 3aBUCHMOCTH OT YTBEPXKICHHUS LICH B CTOPOHHUX
naboparopusix. YTOUHSAHTE CTOUMOCTb YCIIyT B KACCe HALero AUCMaHcepa.




